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1: Exposure. My research demonstrates how genetics can be used

as a method to identify habitat corridors, especially in highly
What landscape features are fragmented and urban environments.

Introduction
Urban ecosystems can facilitate

all stages of the invasion process. w*- ~
Landscape genetics reveal how
anthropogenic features drive
dispersal in invasive populations.
Here, | explore the impact of
urban landscape features on
genetic connectivity in the highly
Invasive Asian tiger mosquito
Aedes albopictus.
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Methods
* Location: Wake County, North Carolina (2016) affe Cte d by Ia n d u Se

* Collection: 15 sites using egg traps. Example site (A) , egg trap
(B) , and egg paper with mosquito eggs (C & D).
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* Sequencing: 192 individuals using ddRADseq | ———]
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genetic variation using Mantel tests.
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Results

important for genetic connectivity? e 2: Impacts. One of the opportunities of Science Priority 2 is to
g understand how invasive species are affected by land use, which

closely aligns to my project goals.

3: Adaptation. One of the greatest advantages of landscape
genetics is that it is multi-scalable. These techniques can be
applied to different scales depending on the needs of the
stakeholder and the ecology of the species.
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P =0.004
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P=0.028
Mantel Correlation: 0.376
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